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We use genomics-based approaches to study the genetics of cancer with focus on
characterizing interactions between oncogenic pathways and the identification of novel
cancer-related genes. Our research model is a hereditary neural crest-derived tumor
known as pheochromocytoma or paraganglioma. These tumors are highly vascular,
catecholamine-producing neoplasms that have been fundamental in providing insights
into more common cancer forms and, because of their genetic heterogeneity, have
served as sources for discovery of novel oncogenes and tumor suppressor genes. Using
integrative genomic approaches, we recently identified a novel pheochromocytoma
susceptibility gene, TMEM127, which functions as a classic tumor suppressor gene. This
gene encodes for a transmembrane protein of unknown function.
Main research lines in the lab are related to:
• Characterizing the function of the novel tumor suppressor gene TMEM127, using
in vivo (recently developed mouse model) and in vitro approaches with focus on
TMEM127 involvement in mTOR signaling and endosomal function;
• Discovery of novel cancer genes using genomic and next-generation sequencing
strategies, exploiting an available databank of well-annotated tumor samples;
• Identifying translational correlates of genetically defined tumor types that might
guide the design of personalized care strategies for cancer patients.
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